Cell3™ Target: Nexome
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Panel Size Percentage Gb Required Percent
(Mb) target for mean 100x Bases on
covered at Ix coverage or near
bait

Nexome 51.90 98.78% 6.63 94.18%
Exome CG 51.60 98.78% 6.57 94.07%
Company T 36.70 97.42% 6.85 85.89%
Company | 4520 98.15% 716 86.18%
Company LD | 3410 98.49% 6.04 93.09%
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Affected CNV CNV size CNV CNV type Bayes
Gene region (bp) exons factor
FBN1 exons 74632 37 deletion 320.0
29-65
BRCAIl exons 1-23 | 77841 24 deletion 190.0
FBN1 exons 1-17 142063 18 deletion 300.0
BRCAIl exons 1-17 57876 18 deletion 200.0
BRCAIl exons 8-13 | 17956 6 deletion 404
BRCAIl exons 8-13 | 17956 6 deletion 824
BRCA2 exons 5-7 513 3 deletion 221
NSDI exons 7-9 6034 3 deletion 345
FBNI1 exons 3934 3 deletion 328
60-62
NSD1 exons 1-3 58095 3 deletion 548
BRCA2 exons 1-2 1054 2 deletion 283
BRCAIl exons 7-8 3N 2 deletion 47
BRCAIl exons 8-9 | 1444 2 deletion 75
BRCAIl exon 16 pall 1 deletion 145
BRCAIl exon 20 84 1 deletion 94
R1b: CMA THEEBESNIEEUERF CNV DRt
CNV region CNV size (Mb) CNV genes CNV type Bayes
factor
13q14.2q32.1 420 367 deletion 2410
4p16.3p15.2 229 339 deletion 4620
20q11.22q13.12 n3 244 deletion 7000
7p14.1p11.2 15.9 182 deletion 5040
1p36.32 37 140 deletion 2710
22q1.21 20 83 deletion 2890
8q23.1924.12 ns 71 deletion 1330
22q1.21 22 64 duplication 1430
Tp12p1l.2 23 54 deletion 1240
7qn.23 14 38 deletion 2080
15q11.2 0.9 31 deletion 494
17p12 13 24 deletion 275
14q22.1 0.7 20 deletion 508
15q11.2 05 4 duplication 370
13q12.11 02 deletion 75
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